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The University of Michigan
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Department of Biostatistics
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Sebastian K. Zoellner, assistant professor of biostatistics, Department of Biostatistics, School of Public
Health, and assistant professor of psychiatry, Department of Psychiatry, Medical School, is recommended
for promotion to associate professor of biostatistics, with tenure, Department of Biostatistics, School of
Public Health, and associate professor of psychiatry, with tenure, Department of Psychiatry, Medical
School.

Academic Degrees:
Ph.D. (Biological Sciences) 2001 University of Munich, Leipzig, Germany
M.Sc. (Mathematics) 1997 University of Munich, Leipzig, Germany

Professional Record:
2005 - present Assistant Professor, Department of Biostatistics, School of Public Health
Department of Psychiatry, Medical School, University of Michigan

Summary of Evaluation:

Teaching -~ Professor Zoellner’s teaching has been somewhat limited due to his joint appointment and
because he has been able to buy out of teaching with research grants. He has taught two classes in
biostatistics. One is a master’s level class (BIOS 665) on statistical population genetics. Although this
class has a small official enrollment, it also attracts numerous auditors and even other faculty, The other
class is a Ph.ID. class on advanced topics in genetic modeling. Both classes have received favorable
student evaluations, with both Q1 and Q2 always above 4.00; generally around 4.5. He has four Ph.ID.
students and serves on 13 other doctoral committees in biostatistics alone, with other advising through
psychiatry. Professor Zoeliner has also started a popular journal club for students.

Research -- Professor Zoelner’s research interests fall into four broad related areas. These are population
genetics, copy number variation, rare variants, and genetics of psychiatric diseases. In general, his work
brings together theory and modern computational tools to address the complex problem of indentifying
aspects of genes that explain the phenotypic variations in various diseases. Since coming to Michigan,
Professor Zoellner’s contributions to research on copy number variation have received considerable
attention. He has developed novel statistical methods for detecting and identifying copy number variation
and testing for association with the complex diseases in the context of using the Genome Wide
Association Studies (GWAS). Another major area of Professor Zoellner’s contribution is in developing
methods for scoring polymorphic deletions from the SNP genotypes and hybridization intensity which
then aids in investigating the association between polymorphic deletion and phenotypes. He has
developed user-friendly software to implement these methods. Professor Zoellner is also making
contributions in studying the role of rare variants. With the recent advances in DNA sequencing
technology, his method for testing excess of rare variation by combing frequency information of rare
variants across individuals in a sample has created excitement.

On the collaborative research front, Professor Zoellner has been using genetics and clinical data and
linking them with modern statistical tools to find ways to improve mental health conditions. He is
working with internationally renowned scientists in the Department of Psychiatry to assess the role of
genetics in bipolar disorders and other mental health conditions. He has helped in the investigation of the
link between chromosome 8q24 and bipolar disorder using a family based linkage study. He has also
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helped in investigating the role of polymorphic deletions in the increase in risk of bipolar disorder. Thus,
his collaborative contributions operate synergistically with his methodological interests.
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Service: Professor Zoellner has made excellent contributions to the department as well as to the
profession. He has served on the departmental computer and admission committees (the admission
committee involves serious time commitment). He has been on an epidemiology search committee, as
well as various intramural grant review committees in the Center for Computational Medicine and
Biology and the Center for Genetics in Health and Medicine. In addition, he routinely consults with



researchers in the Medical School on their grant proposals and analysis issues, usually the unfunded
mandates in the life of any biostatistician.

On the national front, he reviewed articles for 20 or so journals, served on grant review panels for NSF,
Department of Veteran Affairs, and NIDCR. He has also served on the grant review panel for the
Association for the Study of Infectious Disease Genetics (Switzerland) and German Research Foundation.
He also serves on a population genetics panel for the annual meeting of the American Society of Human
Genetics.

External Reviewers:

Reviewer (A): “Specifically, it is his methodological work that has impressed me. In this regard, he has
shown himself to be a leader in the field of the analysis of the genetic contributions to complex diseases.
The quality of his writing is of the highest caliber and his publication record is outstanding — not only in
its volume but in his citations by other high impact papers.”

Reviewer (B} “...Sebastian Zoellner has a broad understanding of human population genetic processes,
and of computation and statistical methods which put him in an excelient position to continue on a
creative and innovative career. He is by all accounts already recognized as a major player in the field,
and I am confident that his influence will continue to grow as his career takes off.”

Reviewer (C): “T am convinced Dr. Zoellner is a creative researcher in the field of statistical genetics and
deserves to be promoted.”

Reviewer (D). “In my opinion, you would be fully justified in promoting him to tenure. His record of
productivity merits nothing less. He compares favorably with the best members of his age cohort in the
field of genetic epidemiclogy and would be promoted to tenure in any university [ know.”

Reviewer (E): “He is well rounded, with expertise in human genetics, population genetics, statistics and
computation. His research has been well-funded by NIH and has been recognized internationally.”

Reviewer (F): “1 see Dr. Zoellner as a [junior] scientist who has already made significant contributions to
human genetics and who will emerge as one of the leaders in statistical genetics. I strongly favor his
promotion and tenure at this time.”

Reviewer (G): “You can consider yourself fortunate to have recruited such a star, whom I'm certain you
will want to retain and who can be counted upon to continue his current trajectory.”

Summary of Recommendation: Based on Professor Zoellner’s strong record of scholarly publications,
external funding, and national recognition, as well as his teaching and professional service, we are pleased
to recommend that Professor Sebastian K. Zoellner be promoted to the rank of associate professor of
biostatistics, with tenure, Department of Biostatistics, School of Public Health, and associate professor of
psychiatry/ with tenure, Department of Psychiatry, Medical School.
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